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<210> 5 

<211> 7 

<212> PRT 

<213> Human 

<400> 5 

Phe Tyr Asp Pro Met Phe Lys 
1 5 



<210> 6 

<211> 9 

<212> PRT 

<213> Human 

<400> 6 

lie Tyr Asn Val lie Gly Thr Leu Lys 

1 5 



<210> 7 

<211> 22 

<212> PRT 

<213> Human 

<220> 

<221> M1SC_FEATURE 

<222> (4) . . (5) 

<223> Xaa=unknown 



<400> 7 

Phe Leu Tyr Xaa Xaa Thr Gin lie 
1 5 



Pro His Leu Ala Gly Thr Glu Gin 
10 15 



Asn Phe Gin Leu Ala Lys 
20 



<210> 8 

<211> 17 

<212> PRT 

<213> Human 
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<400> 8 

Gly Val lie Leu Tyr Ser Asp Pro Ala Asp Tyr Phe Ala Pro Asp Val 
1 5 10 15 

Lys 



<210> 9 

<211> 17 

<212> PRT 

<213> Human 

<400> 9 

Pro Val lie Leu Tyr Ser Asp Pro Ala Asp Tyr Phe Ala Pro Gly Val 
1 5 10 15 



<210> 10 

<211> 15 

<212> PRT 

<213> Human 

<400> 10 

Ala Phe lie Asp Pro Leu Gly Leu Pro Asp Arg Pro Phe Tyr Arg 
1 5 10 15 

<210> 11 

<211> 19 

<212> PRT 

<213> Human 

<400> 11 

Tyr Ala Gly Glu Ser Phe Pro Gly lie Tyr Asp Ala Leu Phe Asp lie 
1 5 10 15 
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Glu Ser Lys 



<210> 


12 


<211> 


22 


<212> 


PRT 


<213> 


Human 


<220> 




<221> 


MISC FEATURE 


<222> 


(14) . . (15) 


<223> 


Xaa=unknown 



<400> 12 

Thr lie Leu Phe Ala Ser Trp Asp Ala Glu Glu Phe Gly Xaa Xaa Gly 
15 10 15 



Ser Thr Glu Glu Ala Glu 



<210> 13 

<211> 17 

<212> DNA 

<213> artificial sequence 
<220> 

<223> primer 
<220> 

<221> mis cofeature 

<222> (12) . . (12) 

<223> n=any nucleotide 



<400> 13 

ttytaygayc cnatgtt 
17 



<210> 14 

<211> 17 

<212> DNA 

<213> artificial sequence 




20 
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<220> 

<223> primer 
<220> 

<221> misc_f eature 

<222> (6) . . (6) 

<223> n=any nucleotide 



<400> 


14 


aacatnggrt crtaraa 


17 




<210> 


15 


<211> 


17 


<212> 


DNA 


<213> 


artificial sequence 


<220> 




<223> 


primer 


<220> 




<221> 


misc feature 


<222> 


(12) . . (12) 


<223> 


n=any nucleotide 


<400> 


15 


athtayaayg tnathgg 


17 




<210> 


16 


<211> 


17 


<212> 


DNA 


<213> 


artificial sequence 


<220> 




<223> 


primer 


<220> 




<221> 


misc feature 


<222> 


(6) . . (6) 


<223> 


n=any nucleotide 
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<400> 16 

ccdatnacrt trtadat 
17 



<210> 17 

<211> 17 

<212> DNA 

<213> artificial sequence 

<220> 

<223> primer 
<220> 

<22 1> mis cofeature 

<222> (3) . . (3) 

<2 2 3> n=any nucleotide 



<220> 

<2 21> misc_f eature 

<222> (6) . . (6) 

<2 2 3> n^any nucleotide 



<400> 17 

ccngcngayt ayttygc 
17 



<210> 18 

<211> 17 

<212> DNA 

<213> artificial sequence 
<220> 

<223> primer 
<220> 

<2 21> mi sc_f eature 

<222> (11) . . (11) 

<223> n=any nucleotide 



<220> 

<2 21> mi sc_f eature 

<222> (15) . . (15) 

<223> n=any nucleotide 
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<400> 18 

gcraartart ncgcngg 
17 



<210> 
<211> 
<212> 
<213> 

<220> 
<223> 

<220> 
<221> 
<222> 
<223> 



19 
20 
DNA 



primer 



sequence 



misc_feature 
(3) . . (3) 

n=any nucleotide 



<400> 19 

acngarcara ayttycarct 
20 



<210> 
<211> 
<212> 
<213> 

<220> 
<223> 

<220> 
<221> 
<222> 
<223> 



20 
20 
DNA 

artificial sequence 



primer 



misc_f eature 
(18) . . (18) 
n=any nucleotide 



<400> 20 

agytgraart tytgytcngt 
20 



<210> 21 
<211> 17 
<212> DNA 
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<213> artificial sequence 
<220> 

<223> primer 
<400> 21 

garcaraayt ty caret 
17 



<210> 22 

<211> 17 

<212> DNA 

<213> artificial sequence 



<220> 

<223> primer 



<400> 


22 


agytgraart tytgytc 


17 




<210> 


23 


<211> 


20 


<212> 


DNA 


<213> 


artificial sequence 


<220> 




<223> 


primer 


<220> 




<221> 


misc feature 


<222> 


(9) . . (9) 


<223> 


n=any nucleotide 


<400> 


23 


tgggaygeng argarttygg 


20 




<210> 


24 


<211> 


20 


<212> 


DNA 



<213> artificial sequence 



<220> 
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<223> primer 
<220> 

<22 1> mis cofeature 

<222> (12) . . (12) 

<223> n=any nucleotide 



<400> 24 

ccraaytcyt cngcrtccca 
20 



<210> 25 

<211> 17 

<212> DNA 

<213> artificial sequence 
<220> 

<223> primer 
<220> 

<2 21> misc_f eature 

<222> (9) . . (9) 

<223> n=any nucleotide 

<400> 25 

tgggaygcng argartt 
17 



<210> 26 

<211> 17 

<212> DNA 

<213> artificial sequence 
<220> 

<223> primer 
<220> 

<2 21> mis cofeature 

<222> (9) . . (9) 

<223> n=any nucleotide 

<400> 26 

aaytcytcng crtccca 
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17 



<210> 27 

<211> 780 

<212> DNA 

<213> chicken 

<220> 

<22 1> mis cofeature 

<222> (82) . . (84) 

<223> n=any nucleotide 



<220> 

<22 1> misc_f eature 

<222> (193) . . (193) 

<223> n=any nucleotide 



<220> 

<22 1> mi sc_f eature 

<222> (196) . . (197) 

<223> n=any nucleotide 



<220> 

<2 2 1> mis cofeature 

<222> (217) . . (219) 

<223> n=any nucleotide 



<220> 

<22 1> mi sc_f eature 

<222> (232) . . (233) 

<223> n=any nucleotide 



<220> 

<22 1> mi sc_f eature 

<222> (237) . . (238) 

<223> n=any nucleotide 



<220> 

<22 1> mi sc_f eature 

<222> (253) . . (256) 

<223> n=any nucleotide 
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<220> 

<221> misc_f eature 

<222> (263) . . (263) 

<223> n=any nucleotide 



<220> 

<22 1> mi sc_f eature 

<222> (600) . . (601) 

<223> n=any nucleotide 



<220> 

<221> mi sc_f eature 

<222> (721) . . (724) 

<223> n=any nucleotide 



<400> 27 

tacacttatc ccattcggac atgcccacct tggaactgga gacccttaca ccccaggctt 
60 

cccttcgttc aaccacaccc annngtttcc accagttgaa tcttcaggac taccccacat 
120 

tgctgttcag accatctcta gcagtgcagc agccaggctg ttcagcaaaa tggatggaga 
180 

cacatgctct ganagnngtt ggaaaggtgc gatccannnt tcctgtaagg tnngacnnaa 
240 

caaagcagga gannnngcca gantaatggt gaaactagat gtgaacaatt ccatgaaaga 
300 

caggaagatt ctgaacatct tcggtgctat ccagggattt gaagaacctg atcggtatgt 
360 

tgtgattgga gcccagagag actcctgggg cccaggagtg gctaaagctg gcactggaac 
420 

tgctatattg ttggaacttg cccgtgtgat ctcagacata gtgaaaaacg agggctacaa 
480 

accgaggcga agcatcatct ttgctagctg gagtgcagga gactacggag ctgtgggtgc 
540 
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tactgaatgg ctggaggggt actctgccat gctgcatgcc aaagctttca cttacatcan 
600 

ngcttggatg ctccagtcct gggagcaagc catgtcaaga tttctgccag ccccttgctg 
660 

tatatgctgc tggggagtat tatgaagggg gtgaagaatc cagcagcagt ctcagagagc 
720 

nnnnctctat aacagacttg gcccagactg ggtaaaagca gttgttcctc ttggcctgga 
780 



<210> 28 

<211> 660 

<212> DNA 

<213> rat 

<220> 

<22 1> mis cofeature 

<222> (284) . . (284) 

<223> n=any nucleotide 



<220> 

<2 2 1> misc_f eature 

<222> (224) . . (224) 

<223> n=any nucleotide 



<220> 

<22 1> mi sc_f eature 

<222> (255) . . (255) 

<223> n=any nucleotide 



<220> 

<22 1> mi sc_f eature 

<222> (412) . . (414) 

<223> n=any nucleotide 



<220> 

<22 1> mi sc_f eature 

<222> (433) . . (433) 

<223> n=any nucleotide 
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<220> 

<22 1> misc_f eature 

<222> (520) . . (521) 

<223> n=any nucleotide 



<220> 

<22 1> mi sc_f eature 

<222> (536) . . (543) 

<223> n=any nucleotide 

<400> 28 

tgcagaaaag ctattcaaaa acatggaagg aaactgtcct cctagttgga atatagattc 
60 

ctcatgtaag ctggaacttt cacagaatca aaatgtgaag ctcactgtga acaatgtact 
120 

gaaagaaaca agaatactta acatctttgg cgttattaaa ggctatgagg aaccagaccg 
180 

ctacattgta gtaggagccc agagagacgc ttggggccct ggtngttgcg aagtccagtg 
240 

tgggaacagg tcttnctgtt gaaacttgcc caagtattct cagatatgat ttcaaaagat 
300 

ggatttagac ccagcaggag tattatcttt gccagctgga ctgcaggaga ctatggagct 
360 

gttggtccga ctgagtggct ggaggggtac ctttcatctt tgcatctaaa gnnngctttc 
420 

acttacatta atnctggata aagtcgtcct gggtactagc aacttcaagg tttctgccag 
480 

ccccctatta tatacactta tggggaagat aatgcaggan ncgtaaagca tccgannnnn 
540 

nnnttgatgg aaaatatcta tatcgaaaca gtaattggat tagcaaaatt gaggaacttt 
600 

ccttggacaa tgctgcattc ccttttcttg catattcagg aatcccagca gtttctttct 
660 



<210> 29 
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<211> 540 
<212> DNA 
<213> human 

<220> 

<22 1> misc__f eature 

<222> (214) . . (214) 

<22 3> n=any nucleotide 

<220> 

<22 1> misc_f eature 

<222> (377) . . (377) 

<223> n=any nucleotide 

<400> 29 

tatggaagga gactgtccct ctgactggaa aacagactct acatgtagga tggtaacctc 

agaaagcaag aatgtgaagc tcactgtgag caatgtgctg aaagagataa aaattcttaa 
120 

catctttgga gttattaaag gctttgtaga accagatcac tatgttgtag ttqqqqccca 
180 

gagagatgca tggggccctg gagctgcaaa atcncggtgt aggcacagct ctcctattqa 
240 

aacttgccca gatgttctca gatatggtct taaaagatgg gtttcagccc agcagaagca 

ttatctttgc cagttggagt gctggagact ttggatcggt tggtgccact gaatggctag 
3 60 

agggatacct ttcgtcncct gcatttaaag gctttcactt atattaatct qqataaaqcq 
420 

gttcttggta ccagcaactt caaggtttct gccagcccac tgttgtatac gcttattgaq 
480 

aaaacaatgc aaaatgtgaa gcatccggtt actgggcaat ttctatatca qqacaqcaac 
540 



<210> 30 
<211> 27 
<212> DNA 
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<213> artificial sequence 
<220> 

<223> primer 
<400> 30 

acggagcaaa actttcagct tgcaaag 
27 



<210> 


31 


<211> 


9 


<212> 


PRT 


<213> 


artificial 


<220> 




<223> 


primer 


<400> 


31 



Thr Glu Gin Asn Phe Gin Leu Ala Lys 
1 5 



<210> 


32 


<211> 


36 


<212> 


DNA 


<213> 


artificial 


<220> 




<223> 


primer 


<400> 


32 



ctcttcggca tcccagcttg caaacaaaat tgttct 
36 



<210> 


33 


<211> 


36 


<212> 


DNA 


<213> 


artificial 


<220> 




<223> 


primer 


<400> 


33 



agaacaattt tgtttgcaag ctgggatgcc aaggag 
36 
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<210> 34 

<211> 12 

<212> PRT 

<213> artificial sequence 
<220> 

<223> primer 

<400> 34 

Arg Thr He Leu Phe Ala Ser Trp Asp Ala Glu Glu 
1 5 10 



<210> 35 

<211> 6 

<212> PRT 

<213> human 

<400> 35 

Asp Glu Leu Lys Ala Glu 
1 5 



<210> 36 

<211> 6 

<212> PRT 

<213> human 

<400> 36 

Asn Glu Asp Gly Asn Glu 
1 5 



<210> 37 

<211> 6 

<212> PRT 

<213> human 

<400> 37 

Lys Ser Pro Asp Glu Gly 
1 5 
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<210> 38 

<211> 17 

<212> PRT 

<213> human 

<400> 38 



Ala Gly Ala Leu Val Leu Ala Gly Gly Phe Phe Leu Leu Gly Phe Leu 




Page 2 4 




II 



A DOCPHOENIX 




H 
W 
W 

« 

on 

X 

pq 

Q 

H 

S 

o 
o 

Q 

i— i 

u 

PQ 



APPL PARTS 




NPL 

INUN-rdlcf u mcrdiuifc; 


IMIb 




OATH 


Internal fMicr 1 Panor 
niidiidi fviioij. rapci 




o f Hi r\r r^^/^lorof inn 
VJdUl Ul L/cOtdl dUUll 


LET. 




PET. 


Pl/Iiqp Inr^nm inn 1 attar 
iviiovf. n iwvi i in iy ut/iivi 




rcliUUI 1 


371 P 


, 


RETMAIL 


r O 1 rdpclo Ml a Of lAppilCallUH 




Moil D i rnaH K\/ 1 ICDQ 

rvtau rxeturneo uy Uoro 


A 

A... 




SEQLIST 


/-\IIlt?l lUiilcf 11 IllUlUUiny dcisllUMo 




Sequence Listing 


ABST 




SPEC 


MDSiraci 




Specification 


ADS 




SPEC NO 


Application uaia oneei 




Specification Not in English 


AF/D f 




TRNA 


Mrnuavu or cxmuii rceceiveu 




Transmittal New Application 


APPENDIX 






Mppenaix 






ARTIPAPT 
Mix 1 irMU 1 




OUTGOING 


Artifact 




RIR 
DID 






Bib Data Sheet 




j " Misc. Office Action ■ M yji , 
i /MO 






Claim 




Signed 1449 


POMPI ITFR 
v_/wlvli U 1 IZr\ 




oyz 


Computer Program Listing 




892 






ARM 


Ait UKr rapers tor bacKTiie 




Abandonment 


DIST 




APDEC 


Terminal Disclaimer Filed 




Board of Appeals Decision 


DRW 




APEA 


Drawings 




Examiner Answer 


FOR 




CTAV 


Foreign Reference 




Count Advisory Action 


FRPR 




CTEQ 


Foreign Priority Papers 




Count Ex parte Quayle 


IDS 




CTFR 


IDS Including 1449 




Count Final Rejection 


Internal 




ECBOX 

Evidence Copy Box Identification 


SRNT 




WCLM 


Examiner Search Notes 




Claim Worksheet 


CLMPTO 




WFEE 


PTO Prepared Complete Claim Set 




Fee Worksheet 



CTNF 



Count Non-Final 

CTRS 

Count Restriction 

EXIN _ 

Examiner Interview 

M903 



DO/EO Acceptance 

M905 

DO/EO Missing Requirement 

NFDR _ 

Formal Drawing Required 

NOA 



Notice of Allowance 

PETDEC_ 

Petition Decision 



INCOMING 

AP.B 



Appeal Brief 

CAD _ 

Change of Address 

N/AP 



Notice of Appeal 



PA. 



Change in Power of Attorney 

REM 



Applicant Remarks in Amendment 

XT/ 

Extension of Time filed separate 



File Wrapper 



FWCLM 



File Wrapper Claim 

IIFW 

File Wrapper Issue Information 

SRFW 

File Wrapper Search Info 



REV 7/02/03 



File Name: 41426-A-PCT-US 
Date Recorded: July 16, 2002 
Computer: IBM PC Compatible 
Operating System: PC-DOS/MS/DOS 
Software: Patentln Release 3.1 
Applicants: Ron S. Israeli, et al. 
U.S. Serial No.:08/403,803 
Filing Date: March 17, 1995 



US 084038030YP1 




Creation date: 09-09-2003 

Indexing Officer: MKAHSAY - MULU KAHSAY 

Team: OIPEBackFilelndexing 

Dossier: 08403803 

Legal Date: 08-07-2002 



No. 


Doccode 


Number of pages 


1 


CRFL 


6 



Total number of pages: 6 
Remarks: 

Order of re-scan issued on 



Page 1 



Illlllllllllllllllllllllllllllllllllllll 



A DOCPHOENIX 



APPL PARTS 


K 1 V\\ 

NPL 

NI/"ir*>_P a front 1 ifrorofri iro 




IMIS 


/-"\ a Tl 1 

OATH 




< internal ivhsg. napt?r 


\Ja\.l\ Ul LJcUlcHdUUJI 




LET. 


PET. 




iviisc, incoming ueuer 


t r eiiiion 




371 P 


RETMAIL 




rui rapers in 3 o* (Application 


iviaii rceturneo uy uoro 




A 

A... 


SEQLIST 




Amendment Including ElGCtions 


Sequence Listing 




ABST 


SPEC 




Abstract 


Specification 




ADS 


SPEC NO 




Application Data Sheet 


Specification Not in English 




AF/D 


TRNA 




Affidavit or Exhibit Received 


Transmittal New Application 




APPENDIX 






Appendix 






ADTIETA/^T 


OUTGOING 




Artifact 




RIP 
DID 


h ■ - ; : • O 1 Mo 




Bib Data Sheet 


1% Misc. Office Action 




PI M 
OLIVI 


iHH-y 




Claim 


Signed 1449 




L/UIVInU 1 cr\ 






Computer Program Listing ^ 


892 






ARM 
MDIN 




All OKP Papers tor Backttle 


Abandonment 




DIST 


APDEC 




Terminal Disclaimer Filed 


Board of Appeals Decision 




DRW 


APEA 




Drawings 


Examiner Answer 




FOR 


CTAV 




Foreign Reference 


Count Advisory Action 




FRPR 


CTEQ 




Foreign Priority Papers 


Count Ex parte Quayle 




IDS 


CTFR 




IDS Including 1449 


Count Final Rejection 




Internal 


ECBOX 

Evidence Copy Box Identification 




SRNT 


WCLM 




Examiner Search Notes 


Claim Worksheet 




CLMPTO 


WFEE 




PTO Prepared Complete Claim Set 


Fee Worksheet 





CTNF 



Count Non-Final 

CTRS 

Count Restriction 

EXIN _ 

Examiner Interview 

M903 _ 

DO/EO Acceptance 

M905 



DO/EO Missing Requirement 

NFDR 

Formal Drawing Required 

NOA 



Notice of Allowance 

PETDEC. 

Petition Decision 



INCOMING 

AP.B 



Appeal Brief 

CAD _ 

Change of Address 

N/AP 



Notice of Appeal 



PA. 



Change in Power of Attorney 

REM 



Applicant Remarks in Amendment 

XT/ 

Extension of Time filed separate 



File Wrapper 



FWCLM 



File Wrapper Claim 

IIFW 

File Wrapper Issue Information 

SRFW 

File Wrapper Search Info 



REV 7/02/03 



Page 1 of 8 



RECEIVED 

ftUG'l I fflOi 

TEWCENTEfUeOOIfflN 




|£Y? 1600 



RAW SEQUENCE LISTING DATE: 08/07/2002 

PATENT APPLICATION: US/08/4 03 f 803C TIME: 10:24:18 



Input Set : A:\1747-41426-A-PCT-US.txt 

Output Set: N:\CRF3\08072002\H403803C.raw ^ ^ ^ ^ 

3 <110> APPLICANT: Ron S., Israeli et al. ^ 
5 <120> TITLE OF INVENTION: PROSTATE- SPECIFIC MEMBRANE ANTIGEN 
7 <130> FILE REFERENCE: 1769/41426 -A- PCT-US/JPW/MAF/DJK 
9 <140> CURRENT APPLICATION NUMBER: US 08/403 , 803C 
10 <141> CURRENT FILING DATE: 1995-03-17 

12 <150> PRIOR APPLICATION NUMBER: PCT/US93/10 624 

13 <151> PRIOR FILING DATE: 1993-11-05 
15 <160> NUMBER OF SEQ ID NOS : 38 

17 <170> SOFTWARE: Patentln version 3.1 

19 <210> SEQ ID NO: 1 

20 <211> LENGTH: 2653 

21 <212> TYPE: DNA 

22 <213> ORGANISM: Human 

24 <400> SEQUENCE: 1 

25 ctcaaaaggg gccggatttc cttctcctgg aggcagatgt tgcctctctc tctcgctcgg 60 
27 attggttcag tgcactctag aaacactgct gtggtggaga aactggaccc caggtctgga 12 0 
29 gcgaattcca gcctgcaggg ctgataagcg aggcattagt gagattgaga gagactttac 180 
31 cccgccgtgg tggttggagg gcgcgcagta gagcagcagc acaggcgcgg gtcccgggag 240 
33 cccggctctg ctcgcgccga gatgtggaat ctccttcacg aaaccgactc ggctgtggcc 300 
35 accgcgcgcc gcccgcgctg gctgtgcgct ggggcgctgg tgctggcggg tggcttcttt 360 
37 ctcctcggct tcctcttcgg gtggtttata aaatcctcca atgaagctac taacattact 420 
39 ccaaagcata atatgaaagc atttttggat gaattgaaag ctgagaacat caagaagttc 480 
41 ttatataatt ttacacagat accacattta gcaggaacag aacaaaactt tcagcttgca 540 
43 aagcaaattc aatcccagtg gaaagaattt ggcctggatt ctgttgagct agcacattat 600 
45 gatgtcctgt tgtcctaccc aaataagact catcccaact acatctcaat aattaatgaa 660 
47 gatggaaatg agattttcaa cacatcatta tttgaaccac ctcctccagg atatgaaaat 720 
49 gtttcggata ttgtaccacc tttcagtgct ttctctcctc aaggaatgcc agagggcgat 780 
51 ctagtgtatg ttaactatgc acgaactgaa gacttcttta aattggaacg ggacatgaaa 840 
53 atcaattgct ctgggaaaat tgtaattgcc agatatggga aagttttcag aggaaataag 900 
55 gttaaaaatg cccagctggc aggggccaaa ggagtcattc tctactccga ccctgctgac 960 
57 tactttgctc ctggggtgaa gtcctatcca gatggttgga atcttcctgg aggtggtgtc 1020 
59 cagcgtggaa atatcctaaa tctgaatggt gcaggagacc ctctcacacc aggttaccca 1080 
61 gcaaatgaat atgcttatag gcgtggaatt gcagaggctg ttggtcttcc aagtattcct 1140 
63 gttcatccaa ttggatacta tgatgcacag aagctcctag aaaaaatggg tggctcagca 1200 
65 ccaccagata gcagctggag aggaagtctc aaagtgccct acaatgttgg acctggcttt 1260 
67 actggaaact tttctacaca aaaagtcaag atgcacatcc actctaccaa tgaagtgaca 1320 
69 agaatttaca atgtgatagg tactctcaga ggagcagtgg aaccagacag atatgtcatt 1380 
71 ctgggaggtc accgggactc atgggtgttt ggtggtattg accctcagag tggagcagct 1440 
73 gttgttcatg aaattgtgag gagctttgga acactgaaaa aggaagggtg gagacctaga 1500 
75 agaacaattt tgtttgcaag ctgggatgca gaagaatttg gtcttcttgg ttctactgag 1560 
77 tgggcagagg agaattcaag actccttcaa gagcgtggcg tggcttatat taatgctgac 1620 
79 tcatctatag aaggaaacta cactctgaga gttgattgta caccgctgat gtacagcttg 1680 
81 gtacacaacc taacaaaaga gctgaaaagc cctgatgaag gctttgaagg caaatctctt 1740 
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8 3 tatgaaagtt ggactaaaaa aagtccttcc ccagagttca gtggcatgcc caggataagc 1800 

85 aaattgggat ctggaaatga ttttgaggtg ttcttccaac gacttggaat tgcttcaggc 1860 

87 agagcacggt atactaaaaa ttgggaaaca aacaaattca gcggctatcc actgtatcac 1920 

8 9 agtgtctatg aaacatatga gttggtggaa aagttttatg atccaatgtt taaatatcac 1980 

91 ctcactgtgg cccaggttcg aggagggatg gtgtttgagc tagccaattc catagtgctc 2040 

93 ccttttgatt gtcgagatta tgctgtagtt ttaagaaagt atgctgacaa aatctacagt 2100 

95 atttctatga aacatccaca ggaaatgaag acatacagtg tatcatttga ttcacttttt 2160 

97 tctgcagtaa agaattttac agaaattgct tccaagttca gtgagagact ccaggacttt 2220 

99 gacaaaagca acccaatagt attaagaatg atgaatgatc aactcatgtt tctggaaaga 2280 

101 gcatttattg atccattagg gttaccagac aggccttttt ataggcatgt catctatgct 2340 

103 ccaagcagcc acaacaagta tgcaggggag tcattcccag gaatttatga tgctctgttt 2400 

105 gatattgaaa gcaaagtgga cccttccaag gcctggggag aagtgaagag acagatttat 2460 

107 gttgcagcct tcacagtgca ggcagctgca gagactttga gtgaagtagc ctaagaggat 2520 

109 tctttagaga atccgtattg aatttgtgtg gtatgtcact cagaaagaat cgtaatgggt 2580 

111 atattgataa attttaaaat tggtatattt gaaataaagt tgaatattat atataaaaaa 2640 

113 aaaaaaaaaa aaa 2653 

116 <210> SEQ ID NO: 2 

117 <211> LENGTH: 750 

118 <212> TYPE: PRT 

119 <213> ORGANISM: Human 
121 <400> SEQUENCE: 2 

123 Met Trp Asn Leu Leu His Glu Thr Asp Ser Ala Val Ala Thr Ala Arg 

124 15 10 15 

127 Arg Pro Arg Trp Leu Cys Ala Gly Ala Leu Val Leu Ala Gly Gly Phe 



128 



20 



25 



30 



131 Phe Leu Leu Gly Phe Leu Phe Gly Trp Phe lie Lys Ser Ser Asn Glu 



132 



35 



40 



45 



135 Ala Thr Asn lie Thr Pro Lys His Asn Met Lys Ala Phe Leu Asp Glu 



136 



50 



55 



60 



139 Leu Lys Ala Glu Asn He Lys Lys Phe Leu Tyr Asn Phe Thr Gin He 



140 65 



70 



75 



80 



14 3 Pro His Leu Ala Gly Thr Glu Gin Asn Phe Gin Leu Ala Lys Gin He 



144 



85 



90 



95 



147 Gin Ser Gin Trp Lys Glu Phe Gly Leu Asp Ser Val Glu Leu Ala His 



148 



100 



105 



110 



151 Tyr Asp Val Leu Leu Ser Tyr Pro Asn Lys Thr His Pro Asn Tyr He 



152 



115 



120 



125 



155 


Ser 


He 


He 


Asn 


Glu 


Asp 


Gly 


Asn 


Glu 


He 


Phe 


Asn 


Thr 


Ser 


Leu 


Phe 


156 




130 










135 










140 










159 


Glu 


Pro 


Pro 


Pro 


Pro 


Gly 


Tyr 


Glu 


Asn 


Val 


Ser 


Asp 


He 


Val 


Pro 


Pro 


160 


145 










150 










155 










160 


163 


Phe 


Ser 


Ala 


Phe 


Ser 


Pro 


Gin 


Gly 


Met 


Pro 


Glu 


Gly 


Asp 


Leu 


Val 


Tyr 


164 










165 










170 










175 




167 


Val 


Asn 


Tyr 


Ala 


Arg 


Thr 


Glu 


Asp 


Phe 


Phe 


Lys 


Leu 


Glu 


Arg 


Asp 


Met 


168 








180 










185 










190 






171 


Lys 


He 


Asn 


Cys 


Ser 


Gly 


Lys 


He 


Val 


He 


Ala 


Arg 


Tyr 


Gly 


Lys 


Val 


172 






195 










200 










205 








175 


Phe 


Arg 


Gly 


Asn 


Lys 


Val 


Lys 


Asn 


Ala 


Gin 


Leu 


Ala 


Gly 


Ala 


Lys 


Gly 



176 



210 



215 



220 
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179 Val He Leu Tyr Ser Asp Pro Ala Asp Tyr Phe Ala Pro Gly Val Lys 

180 225 230 235 240 

183 Ser Tyr Pro Asp Gly Trp Asn Leu Pro Gly Gly Gly Val Gin Arg Gly 

184 245 250 255 

187 Asn He Leu Asn Leu Asn Gly Ala Gly Asp Pro Leu Thr Pro Gly Tyr 

188 260 265 270 

191 Pro Ala Asn Glu Tyr Ala Tyr Arg Arg Gly He Ala Glu Ala Val Gly 

192 275 280 285 

195 Leu Pro Ser He Pro Val His Pro He Gly Tyr Tyr Asp Ala Gin Lys 

196 290 295 300 

199 Leu Leu Glu Lys Met Gly Gly Ser Ala Pro Pro Asp Ser Ser Trp Arg 

200 305 310 315 320 

203 Gly Ser Leu Lys Val Pro Tyr Asn Val Gly Pro Gly Phe Thr Gly Asn 

204 325 330 335 

207 Phe Ser Thr Gin Lys Val Lys Met His He His Ser Thr Asn Glu Val 

208 340 345 350 

211 Thr Arg He Tyr Asn Val He Gly Thr Leu Arg Gly Ala Val Glu Pro 

212 355 360 365 

215 Asp Arg Tyr Val He Leu Gly Gly His Arg Asp Ser Trp Val Phe Gly 

216 370 375 380 

219 Gly He Asp Pro Gin Ser Gly Ala Ala Val Val His Glu He Val Arg 

220 385 390 395 400 

223 Ser Phe Gly Thr Leu Lys Lys Glu Gly Trp Arg Pro Arg Arg Thr He 

224 405 410 415 

227 Leu Phe Ala Ser Trp Asp Ala Glu Glu Phe Gly Leu Leu Gly Ser Thr 

228 420 425 430 

2 31 Glu Trp Ala Glu Glu Asn Ser Arg Leu Leu Gin Glu Arg Gly Val Ala 
232 435 440 445 

235 Tyr He Asn Ala Asp Ser Ser He Glu Gly Asn Tyr Thr Leu Arg Val 

236 450 455 460 

239 Asp Cys Thr Pro Leu Met Tyr Ser Leu Val His Asn Leu Thr Lys Glu 

240 465 470 475 480 
24 3 Leu Lys Ser Pro Asp Glu Gly Phe Glu Gly Lys Ser Leu Tyr Glu Ser 
244 485 490 495 

247 Trp Thr Lys Lys Ser Pro Ser Pro Glu Phe Ser Gly Met Pro Arg He 

248 500 505 510 

2 51 Ser Lys Leu Gly Ser Gly Asn Asp Phe Glu Val Phe Phe Gin Arg Leu 
252 515 520 525 

255 Lys He Ala Ser Gly Arg Ala Arg Tyr Thr Lys Asn Trp Glu Thr Asn 

256 530 535 540 

259 Lys Phe Ser Gly Tyr Pro Leu Tyr His Ser Val Tyr Glu Thr Tyr Glu 

260 545 550 555 560 

263 Leu Val Glu Lys Phe Tyr Asp Pro Met Phe Lys Tyr His Leu Thr Val 

264 565 570 575 

267 Ala Gin Val Arg Gly Gly Met Val Phe Glu Leu Ala Asn Ser He Val 

268 580 585 590 

271 Leu Pro Phe Asp Cys Arg Asp Tyr Ala Val Val Leu Arg Lys Tyr Ala 

272 595 600 605 

275 Asp Lys He Tyr Ser He Ser Met Lys His Pro Gin Glu Met Lys Thr 
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276 610 615 620 

27 9 Tyr Ser Val Ser Phe Asp Ser Leu Phe Ser Ala Val Lys Asn Phe Thr 

280 625 630 635 640 

283 Glu lie Ala Ser Lys Phe Ser Glu Arg Leu Gin Asp Phe Asp Lys Ser 

284 645 650 655 

287 Asn Pro lie Val Leu Arg Met Met Asn Asp Gin Leu Met Phe Leu Glu 

288 660 665 670 

291 Arg Ala Phe lie Asp Pro Leu Gly Leu Pro Asp Arg Pro Phe Tyr Arg 

292 675 680 685 

295 His Val lie Tyr Ala Pro Ser Ser His Asn Lys Tyr Ala Gly Glu Ser 

296 690 695 700 

299 Phe Pro Gly lie Tyr Asp Ala Leu Phe Asp lie Glu Ser Lys Val Asp 

300 705 710 715 720 

303 Pro Ser Lys Ala Trp Gly Glu Val Lys Arg Gin lie Tyr Val Ala Ala 

304 725 730 735 

307 Phe Thr Val Gin Ala Ala Ala Glu Thr Leu Ser Glu Val Ala 

308 740 745 750 

311 <210> SEQ ID NO: 3 

312 <211> LENGTH: 8 

313 <212> TYPE: PRT 

314 <213> ORGANISM: Human 
316 <400> SEQUENCE: 3 

318 Ser Leu Tyr Glu Ser Trp Thr Lys 

319 1 5 

322 <210> SEQ ID NO: 4 

323 <211> LENGTH: 15 

324 <212> TYPE: PRT 

325 <213> ORGANISM: Human 
327 <220> FEATURE: 

3 28 <221> NAME/KEY: MISC_FEATURE 

329 <222> LOCATION: (6).. (7) 

330 <223> OTHER INFORMATION: Xaa-unknown 
333 <400> SEQUENCE: 4 

W--> 335 Ser Tyr Pro Asp Gly Xaa Xaa Leu Pro Gly Gly Gly Val Gin Arg 
336 1 5 10 15 

339 <210> SEQ ID NO: 5 

340 <211> LENGTH: 7 

341 <212> TYPE: PRT 

342 <213> ORGANISM: Human 
344 <400> SEQUENCE: 5 

34 6 Phe Tyr Asp Pro Met Phe Lys 
347 1 5 

350 <210> SEQ ID NO: 6 

351 <211> LENGTH: 9 

352 <212> TYPE: PRT 

353 <213> ORGANISM: Human 
355 <400> SEQUENCE: 6 

357 lie Tyr Asn Val lie Gly Thr Leu Lys 

358 1 5 
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